HIV1 VPR

COMMON NAME
SUBTYPE A:

U455
IBNG

SUBTYPE B:

SF2

LAI
HXB2R
NL43
NY5CG
LwW123
MN

SC
JRCSF
JRFL
NH52
ovI
CAM1
HAN
D31

RF

YU2
BCSG3C
YU10
P896
3202A12
3202A21
MANC
WEAU160

SUBTYPE D:

ELI
7276
Z6
NDK

SUBTYPE O:

ANT70C
MVP5180

SUBTYPE U:

MAL
CPZ:
CPZGAB
CPZANT

Sequences in th&/pr Alignment

LOCUS ACC # FIRST AUTHOR
HIVU455 M62320 Oram,J.D.
HIVIBNG L39106 Howard,R.M.
HIVSF2 K02007 Sanchez-Pescador,R.
HIVLAI K02013 Wain-Hobson,S.
HIVHXB2R K03455 Starcich,B.
HIVNL43 M19921 Buckler,C.E.
HIVNY5CG M38431 Theodore,T.
HIVLW123 U12055 Reitz,M.
HIVMN M17449 Gurgo,C.
HIVSC M17450 Gurgo,C.
HIVIRCSF M38429 Koyanagi,S.
HIVIRFL M74978 O’Brien,W.A.
HIVNH52 L07424 Weidt,G.
HIVOYI M26727 Wain-Hobson,S.
HIVCAM1 D10112 Mcintosh,A.
HIVHAN u43141 Sauermann,U.
HIVD31 U43096 Dietrich,U.
HIVRF M17451 Starcich,B.R.
HIVYU2 M93258 Li,Y.
HIVBCSG3C L02317 Ghosh,S.K.
HIVYU10 M93259 Li,Y.
HIVP896 M96155 Collman,R.
HIV3202A12 U34603 Guillon,C.
HIV3202A21 U34604 Guillon,C.

HIVMANC u23487 Zhu,T.

HIVWEAU160 U21135 Ghosh,S.
HIVELI K03454 Alizon,M.
HIVZ2Z6 M22639 Theodore,T.
HIVZ6 K03458 Srinivasan,A.
HIVNDK M27323 Spire,B.

HIVANT70C L20587

HIVMVP5180 L20571 Gurtler,L.G.

HIVMAL K03456 Alizon,M.

SIVCPZGAB X52154 Huet,T.
SIVCPZANT U42720

II-A-48
NOV 95

Vanden Haesevelde,M.

Vanden Haesevelde,M.
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HIV1 VPR

Subtypes C and E-H are not currently represented in VPR. The sequence MAL could not easily be
assigned to any of the three VPR subtypes, A, B, and D.

<- vif cds LR domain

I<- oligomerization ->/ /<-
CONSENSUS-A  ME?.AP. EDQGPQREP’”E’??LELLEELKHE?VRHFPR?WLHGLGQHIY’?TYGDTWEGV’>AIIRILQQL 58
U455 Q.- YA-$A---------- D Q N
IBNG R, SN-WT A P E K 67
CONSENSUS-B meq')’?ap?EdQGPQRePyNeWtLELLeeLK7EAVRHFPRlWLh?LthIYETYGDtWaGVEA||R|LQQL 65
SF2 [
LAI e G 67
HXB2R G 67
NL43 N 67
NY5CG N 67
LW123 N G 68
MN G 67
SC G 67
JRCSF S---Y. 67
JRFL Ay e 67
NH52 S---Y T 67
()4 S-E-Y E 67
CAM1 P--LA: P----L--S---- 67
HAN S---Y 67
D31 S T----L--M 67
RF L---S 67
YU2 P---G 67
BCSG3C G---Y LV-T---- 67
YU10 P---G 67
P896 S T----L 67
3202A12 P---G 67
3202A21 P---G 67
MANC S---Y------- A-T----L--T---- 67
WEAU160 V---S T 67
CONSENSUS-D MEQ AP. eDQGPQRePYNEWtLELIEELKSEAVRHFPRIWLHSLGQ’>IYETYGDTW’7GVEA’>IRILQQL 64
ELI - 67
2276 67
Z6 # # 65
NDK 67
CONSENSUS-O MEQ Ap enQGParEPfNEWtLELLEELK’>EAVRHFPRpWLhaIGQyIYETYGDTWeGVmAIIRlLQQL 66
ANT70 K- V
MVP5180 L. E Q-C 67
CONSENSUS-U MEQ .AP.ADQGPQREPHNEWTLELLEELKQEAVRHFPRIWLHSLGQHIYETYGDTWEGVEAIIRSLQQL 67
MAL - 67
CONSENSUS-CPZ MEQ AP.?D?GP?REP??EW?LETLEE?KNEAVRHFP?P?L??2??2Q??2?2?2?Y??22?2?22?22?2?7?2?Q?? 33
CPZGAB ---..--.E-Q--P---YQ--A------ L----mme-- R-W-HQLG-FIYDT-GDTWVGVEAIIRIL-HL 67
CPZANT .- .Q-E--Q---MN--L------ [--mmmeme Q-T-....-HLEIG-............. M-.1 49

[1-A-49
NOV 95



HIV1 VPR

LR domain ->/ tat cds ->
CONSENSUS-A LF?H. FRIGCQHSRIGII .?GRRG.RNGA?RS$
U455
IBNG

CONSENSUS-B
SF2

LAl
HXB2R
NL43
NY5CG
LW123
MN

SC
JRCSF
JRFL
NH52
oYl
CAM1
HAN

D31

RF

YU2
BCSG3C
YU10
P896
3202A12
3202A21
MANC mem, mmmme-
WEAU160 - P,

CONSENSUS-D LFIH. FRIGCQHSRIgIt .RQRRA.RNGSSRS
ELI B IEe

2276
Z6
NDK

CONSENSUS-O LFtH. yRIGCQHSRIGI?????rgRgrRNGSSRS
ANT70 -
MVP5180 - ._PSNT

CONSENSUS-U  LFIH. FRIGCQHSRIGIT RQRRA.RNGSSRS
MAL SN

CONSENSUS-CPZ ??IH.?2???C??SRIGIL.. PQRRR SNGSNRS
CPZGAB LF--.FRLG-QH------ [
CPZANT TE--..GEE-RF

II-A-50
NOV 95

96
96

96

97
100

96

96

84

93

7

78
78

78

93

76

94

96

54
59



HIV1 VPR CONSENSUS

<- vif cds LR domain

/<- oligomerization ->/ /<-
CONSENSUS-A ME?..AP.EDQGPQREP??E??LELLEELKHE?VRHFPR?WLHGLGQHIY?TYGDTWEGV?AIIRILQQL 58
CONSENSUS-B --(??--? yN-Wt ?-A j--mPmmmee E a--E 65
CONSENSUS-D  --Q..--.--mmmmm- N ATV — (ST NS S NS N S— 64
CONSENSUS-O  --Q..--.-N---a---fN-Wt ?-A------p---a---y--E m 66
CONSENSUS-U ~ --Q..-- A HN-WT---m-- Q-A-mmmel--GmemeEomeee- E----S---- 67
CONSENSUS-CPZ --Q..--.?-?--?------W---T---?-N-A-----?P?-2???-2??-2-22????°2-2?2?27??2-?2? 33

CONSENSUS-A
CONSENSUS-B
CONSENSUS-D
CONSENSUS-O
CONSENSUS-U
CONSENSUS-CPZ

LR domain ->/ tat cds ->
LF?H.FRIGCQHSRIGII...?GRRG.RNGA?RS$
B Gt t...-q--a?----S--- 93
---t...RQ--A.---SS-- 93
----2??7?-rg--r---SS-- 94
B T...RQ--A.---SS-- 96
??1-.22??2-2?----L...PQ--R.S--SN--

[I-A-51
NOV 95

84

54



HIV1 VPR

II-A-52
NOV 95



